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n vitro activity of Tigecycline and comparators against mul-
idrug resistant Acinetobacter species in Asia: 2004 - 2011
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Background: Acinetobacter spp. are a frequent cause of noso-
omial as well as community-acquired infections and represent
ncreasingly difﬁcult therapeutic challenges. The Tigecycline Eval-
ation Surveillance Trial (TEST) is monitoring global resistance
atterns of signiﬁcant pathogens, including multidrug resistant
MDR) Acinetobacter spp.
Methods:Clinically signiﬁcantAcinetobacter spp.were obtained
rom sites in 9 countries (China, Hong Kong, India, Indonesia,
alaysia, Singapore, S. Korea, Taiwan and Thailand). MICs for
iperacillin/tazobactam (PT), levoﬂoxacin (LVX), ceftriaxone (CAX),
efepime (CPE), amikacin (AK), minocycline (MIN), ceftazidime
CAZ), tigecycline (TIG) and imipenem (IMI, 2004-06 only) and
eropenem (MER, 2006-11 only) were determined using supplied
roth microdilution panels and interpreted according to CLSI and
DA guidelines. Multidrug resistance was deﬁned as resistance to
or more drug families. 619 of 978 (63.3%) Acinetobacter spp. col-
ected were determined to be MDR.
Results: The % MDR, MIC90 (g/mL), and % susceptible (S) of
cinetobacter spp. fromAsia, 2004-2011, are shown in the following
able:
Year 2004 2005 2006 2007
N MOR 24 19 79 171
MIC90 %S MIC90 %S MIC90 %S MIC90
AK >64 16.7 >64 15.8 >64 12.7 >64
CPE >32 0 >32 0 >32 6.3 >32
CAZ >32 0 >32 0 >32 1.3 >32
CAX >64 0 >64 0 >64 1.3 >64
IMI >16 16.7 >16 52.6 >16 12.1 nt
LVX >8 20.8 >8 10.5 >8 13.9 >8
MER nt nt nt 94.7 8 78.5 8
MIN 8 88.0 4 94.7 8 78.5 8
PT >128 4 >128 0 >128 6.3 >128
TIG 1 na 1 na 2 na 2
nt- not tested; na- no breakpoint available.
Conclusion: TIG exhibited the lowest MIC90 (1-2g/mL) across
ll years against MDR Acinetobacter, followed by minocycline (4-
6g/mL). The percentage of MDR isolates increased signiﬁcantly
ver the eight years of the study (p<0.0001, Cochran-Armitage
rend test). This increase in resistance emphasizes the need for
ontinual active surveillance of antibiotic efﬁcacy in Asia.
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2008 2009 2010 2011
102 54 115 55
MIC90 %S MIC90 %S MIC90 %S MIC90 %S
>64 13.7 >64 11.1 >64 19.1 >64 10.9
>32 1.0 >32 1.9 >32 0 >32 1.8
>32 5.9 >32 5.6 >32 2.6 >32 1.8
>64 0 >64 0 >64 0 >64 0
nt nt nt nt nt nt nt nt
>8 2.9 >8 0 >8 2.6 >8 3.6
16 57.0 16 57.4 8 59.1 8 52.7
16 57.0 16 57.4 8 59.1 8 52.7
>128 0 >128 3.7 >128 0.9 >128 0
2 na 2 na 2 na 2 na
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for food poisoning outbreak investigations?
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Background: Nasal carriage of enterotoxigenic Staphylococcus
aureus by food handlers has been recognized as a risk factor for
food poisoning, as hands may become contaminated and transfer
the organism onto foodwhere it can grow, producing enterotoxins.
In addition to thewell known classical staphylococcal enterotoxins
(SE), A-E, several novel SEs have been described in recent years.
Limited investigations of S. aureus carriage in food handlers have
only reported presence of classical SEs. This study determined the
prevalence of both classical and novel SEs toxins (SEG-SEO) in S.
aureus isolates from food handlers in Hong Kong.
Methods: Nasal swabs, collected from 620 food handlers at
12 catering establishments, were enriched in Brain Heart Infusion
brothwith 5%NaCl and thenplated onto ChromID S. aureus. Isolates
were conﬁrmed as S. aureus by Staphaurex agglutination test and
femA gene detection. The presence of genes encoding SEA through
SEO was determined by PCR.
Results: S. aureus was isolated from 212/620 (34%) nasal spec-
imens, of which 197(93%) harhoured one or more genes encoding
for SEs, resulting in the identiﬁcationof 64 genotypic combinations.
All SEs, other than SEN were detected, with seibeing the most fre-
quent gene (47%) present, followed by seg (45%), sem (38%) and sek
(32%). Of the classical enterotoxin genes, sea (26%) and see (16%)
were most common. Genes from both classical and novel groups
were present in some isolates (30%).
Conclusion: Genes encoding novel SE types were more com-
monlydetected than those for classical types.However,mostpublic
health laboratories include only classical SE types in food poison-
ing outbreak investigations. If an identical isolate of S. aureus is
conﬁrmed from both a symptomatic patient and a food handler, SE
genes may not be detected, thus preventing association between
the food poisoning event and a colonized worker. The emetic prop-
erties of SEG, SEH and SEI have been demonstrated using animal
models, all of which were detected in the isolates tested. The role
of the novel enterotoxins needs further elucidation in human food
poisoning outbreaks and testing for these genes incorporated into
public health procedures if appropriate.
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